ABSTRACT The fungal genus Knufia mostly comprises extremotolerant species from environmental sources, especially rock surfaces. The draft genome sequence of the rock fungus Knufia petricola presented here is the first whole-genome sequence of the only species among black fungi known to have a nonmelanized spontaneous mutant.
resulting in~61.0ϫ coverage, was generated and assembled with Newbler version 2.9 into a 27,759,230-bp genome containing 388 contigs, with an N 50 of 265,218 bp. A total of 1.84 Gb, with a median read length of 331 bp resulting in~59.0ϫ coverage, was generated instead from the nonmelanized strain. The assembly consisted of 510 contigs, with an N 50 of 174,743 bp and a total size of 27,731,162 bp. Accession number(s). The whole-genome shotgun projects of K. petricola MA 5789 and MA5790 have been deposited at DDBJ/EMBL/GenBank under the accession numbers NMUC00000000 and NMQP00000000, respectively. The versions described in this paper are NMUC01000000 and NMQP01000000, respectively.
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